
Supplementary Table 1. PCR primers used for amplification and 
subcloning of OvROPN1L cDNA fragments

Regions
Codon 
ranges

Primers (BamHI, PstI sites in bold)

H1 M1-
R111

5'-GGATCCATGCCGCTTGTCAACGATCC-3'
5'-CTGCAGTTATCGGTCAATTGGCAAAGAC

H2 F112-
D222

5'-GGATCCTTTCAAGAATTGTGTCGT-3
5'-CTGCAGTCAGTCTAGTGGTTTGAG-3'

F1 M1-
P56

5'-GGATCCATGCCGCTTGTCAACGATCC-3'
5'-CTGCAGTTAAGGTGGTTCGCTGTTTGCT-3'

F2 P57-
R111

5'-GGATCCCCCGTGAAGGACCGTCTG-3'
5'-CTGCAGTTATCGGTCAATTGGCAAAGAC-3'

F3 K29-
L83

5'-GGATCCAAGGCCGCGATACGAACC-3'
5'-CTGCAGTTACAGGACTCGAAGGAGACC-3'

F4 N84-
L138

5'-GGATCCAACAATCAGCTTGCTGTTC-3'
5'-CTGCAGTTACAAATCTGAAGCAGCTATTGC-3'



Supplementary Fig. S1. Sequence divergence of peptide P1 (Opisthorchis viverrini ROPN1L amino acids L3–Q13) in the phylum Platy-
helminthes as revealed by BLASTP. The top 18 hits are shown, and the human sequence was manually added for comparison at the 
bottom. GenBank accession numbers of the proteins are shown to the left of the species names.


